Supplementary Data Set S1. Lp19 biomass concentration and distribution in Nui D
plants
Fungal endophyte biomass distribution and concentration in Nui D plants growing
under the same conditions used in this study, had been assessed in detail for a
reporter gene-carrying transformant of Lp19 (KS1), using hyphal counts and hyphal
diameter measurements (Tan et al., 2001). Lp19 distribution in infected plants used
in this work closely matched that reported for KS1 (Tan et al., 2001): The numbers of
Lp19 hyphae in lower emerging leaf, sheath 1 and sheath 2, determined by light
microscopy (Zhou et al., 2014) in eleven tillers harvested at the same time as the
samples for transcriptome analysis, were 41±SD40, 420±159 and 250±124,
respectively, matching closely numbers in the KS1/Nui D symbiosis (48±69,
461±81and 340±156, respectively (Tan et al., 2001)). Hyphal diameters also were
similar to those reported for KS1 (Tan et al., 2001), increasing with the age of the
surrounding tissue. Likewise, the ratio of Lp19 DNA to plant DNA followed a pattern
very similar to that of KS1 biomass distribution (Fig. 2A, (Tan et al., 2001)). As
expected (Herd et al., 1997; Christensen and Voisey, 2007) we detected no
endophyte in the root using the qPCR assay for Epichloë DNA described in Materials
and Methods.
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